There are no published reports of domestic or sylvatic trichinellosis in Texas. The aim of the present survey was to determine the presence of Trichinella species in selected representative species of potential wildlife reservoirs in southern Texas. In 1998-99, tongues of 211 wild mammals were collected in southern Texas: 154 coyotes (Canis latrans), three bobcats (Lynx rufus), 32 racoons (Procyon lotor), 1 3 opossum (Didelphis marsupialis), four ocelots (Leopardus pardalis) and five wild boars (Sus scrofa). Presence of Trichinella sp. larvae was investigated by artificial digestion and larvae of positive samples were identified at the species level by a multiple-polymerase chain reaction analysis. Nine (5.8 %) coyotes had trichinellosis ; in the muscles of seven of these coyotes, the larvae were identified as Trichinella murrelli. This is the first report of sylvatic trichinellosis in Texas.
MATERIALS AND METHODS

I
. Trichinella sp.
larvae were identified to the species level by a multiple-polymerase chain reaction (PCR) analysis according to a published protocol (Zarlenga et al., 1999) .
The primer set oTsr1 (5'-CGA AAA CAT ACG ACA ACT GC-3) and oTsr4 (5'-GTT CCA TGT GAA CAG CAG T-3') was used. Muscle larvae of reference strains of
T. spiralis (code ISS3), T. nativa (ISS10), T. pseudospiralis (ISS13), T. murrelli (ISS35) and Trichinella T6
(ISS34) were used as controls.
RESULTS
T
ongues from 211 mammals were examined ( (Pozio & La Rosa, 2000) .
The observed prevalence of infection in coyotes of
Texas is apparently low, and the infection was observed only on two ranches, suggesting a focality distribution. However, the prevalence of infection on these ranches was high (i.e., 17.4 %, 4/23 ; and 29.4 %, 5/15). In interpreting the results of this study, it must be considered that in only six of the 13 sites was a sufficient number of animals investigated (i.e., from 12 to 48) ; thus we cannot exclude that Trichinella infection may be widespread in the areas where very few animals were examined (i.e., from one to 9 animals).
With regard to the host species, the results of the present study suggest that the coyote is the main reser- 
